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Figure 1; 

1/1 

GGT ACC ACT TCT CTC AAT CCA ACT TTC TAA ACA ATG GCT TCT AAA CCT TTC TTG TCT CTT 

MASKPFLSL 

61/10 

CTT TCT TTG TCT TTG CTT TTG TTC ACC TCT ACT AGT TTG GCT GAC CTG TAG TTC ATT TTG 

LSLSLLLFTSTSLADLYFIL 
121/30 

GAC AAA TCA GGA AGT GTG CTG CAC CAC TGG AAT GAA ATC TAT TAC TTT GTG GAA CAG TTG 

DKSGSVLHHWNEIYYFVEQL 
181/50 

GCT CAC AAA TTC ATC AGC CCA CAG TTG AGA ATG TCC TTT ATT GTT TTC TCC ACC CGA GGA 

AHKFISPQLRMSFIVFSTRG 

241/70 

ACA ACC TTA ATG AAA CTG ACA GAA GAC AGA GAA CAA ATC CGT CAA GGC CTA GAA GAA CTC 

M/^TLMKLTEDREQIRQGLEEL 
Q 301/90 

G CAG AAA GTT CTG CCA GGA GGA GAC ACT TAC ATG CAT GAA GGA TTT GAA AGG GCC AGT GAG 

^5 QKVLPGGDTYMHEGFERASE 

,3 361/110 

jj; CAG ATT TAT TAT GAA AAC AGA CAA GGG TAC AGG ACA GCC AGC GTC ATC ATT GCT TTG ACT 

f|i Q^YYENRQGYRTASVIIALT 

? 421/130 

Li, 

GAT GGA GAA CTC CAT GAA GAT CTC TTT TTC TAT TCA GAG AGG GAG GCT AAT AGG TCT CGA 

HI I^GELHEDLFFYSEREANRSR 

P 481/150 

p GAT CTT GGT GCA ATT GTT TAC TGT GTT GGT GTG AAA GAT TTC AAT GAG ACA CAG CTG GCC 

- DLGAIVYCVGVKDFNETQLA 
541/170 

CGG ATT GCG GAC AGT AAG GAT CAT GTG TTT CCC GTG AAT GAC GGC TTT CAG GCT CTG CAA 

RIADSKDHVFPVNDGFQALQ 
601/190 

GGC ATC ATC CAC TCA ATT TTG AGC TCT GCT TCC CCA ACC AGC CCT AAG GTC TTC CCT CTC 

GIIHSILSSASPTSPKVFPL 

661/210 

AGC CTT GAC AGC ACC CCT CAA GAT GGT AAT GTT GTC GTT GCT TGC CTT GTC CAG GGT TTC 

SLDSTPQDGNVVVACLVQGF 
721/230 

TTC CCT CAG GAG CCA CTC TCT GTT ACC TGG TCT GAA TCT GGA CAG AAT GTT ACC GCC AGA 

FE'QEPLSVTWSESGQNVTAR 
781/250 

AAC TTC CCA CCT AGC CAG GAT GCC TCC GGT GAC CTC TAC ACC ACC AGC TCT CAG CTC ACC 
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NFPPSQDASGDLYTTSSQLT 
8.41/270 

CTT CCA GCC ACC CAG TGC CCA GAT GGT AAG TCC GTT ACC TGC CAT GTT AAG CAC TAC ACC 

LPATQCPDGKSVTCHVKHYT 

901/290 

AAC TCC AGC CAG GAT GTT ACT GTT CCA TGC CGT GTT CCA CCA CCT CCA CCA TGC TGC CAC 

N-SSQDVTVPCRVPPPPPCCH 
961/310 

CCA CGT CTC TCT CTT CAC CGT CCT GCC CTT GAG GAC TTG CTC TTG GGT TCT GAA GCT AAC 

PRLSLHRPALEDLLLGSEAN 

1021/330 

CTC ACC TGC ACC CTC ACC GGT CTC AGA GAT GCC TCT GGT GCC ACC TTC ACC TGG ACC CCA 

I^'^CTLTGLRDASGATFTWTP 
1081/350 

AGC TCT GGT AAG AGC GCT GTT CAA GGA CCA CCT GAG CGT GAC CTC TGT GGA TGC TAC TCT 

SSGKSAVQGPPERDLCGCYS 
1141/370 

GTT AGC TCT GTT CTT CCT GGT TGT GCC CAG CCT TGG AAC CAC GGT GAG ACC TTC ACC TGC 

VSSVLPGCAQPWNHGETFTC 
1201/390 

ACT GCT GCC CAC CCA GAG TTG AAG ACC CCA CTT ACC GCC AAC ATC ACC AAG TCC GGA AAC 

TAAHPELKTPLTANITKSGN 
1261/410 

ACC TTC CGT CCC GAG GTC CAC CTC TTG CCA CCA CCA TCT GAG GAG CTT GCC CTC AAT GAG 

■^I'RPEVHLLPPPSEELALNE 
1321/430 

CTT GTT ACC CTC ACC TGC CTT GCT CGT GGA TTC AGC CCA AAG GAT GTT CTT GTT AGG TGG 

^VTLTCLARGFSPKDVLVRW 
1381/450 

CTT CAG GGA TCT CAG GAG CTT CCA CGT GAG AAG TAC CTC ACT TGG GCT TCC CGT CAG GAG 

I^QGSQELPREKYLTWASRQE 

1441/470 

CCA AGC CAG GGA ACT ACC ACC TAC GCT GTT ACC AGC ATC CTT CGT GTT GCT GCT GAG GAC 

PSQGTTTYAVTSILRVAAED 
1501/490 

TGG AAG AAG GGT GAG ACC TTC TCC TGC ATG GTT GGT CAC GAG GCC CTT CCA CTT GCC TTC 

WKKGETFSCMVGHEALPLAF 

1561/510 

ACC CAG AAG ACC ATT GAT CGT TTG GCT GGA AAG CCA ACC CAC ATC AAT GTT TCT GTT GTC 

TQKTIDRLAGKPTHINVSVV 
1621/530 1650/538 
ATG GCT GAG GCT GAT GGA ACC TGC TAC TAA 
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Figure 2. pGPTV-kan-ocs-ATR-IgA2: 

Bgl II 

CTGGCCGGCGCCAGATCTGGGGAACCTGTGGTTGGCATGCACATACAAATGGACGAACGGATAAACCTTTTCACGCCCTT 
TTAAATATCCGATTATTCTAATAAACGCTCTTTTCTCTTAGGTTTACCCGCCAATATATCCTGTCAAACACTGATAGTTT 
AAACTGAAGGCGGGAAACGACAATCTGATCATGAGCGGAGAATTAAGGGAGTCACGTTATGACCCCGCCGATGACGCGGG 

EcoR I 

241 ACAAGCCGTTTTACraTTTGGAACTGACAGAACCGCAACGTTGAAGGAGCCyVCTCAGCCGATCTGAATTCACTGCTTTAAT 
321 GAGATATGCGAGACGCCTATGATCGCATGATATTTGCTTTCAATTCTGTTGTGCACGTTGTAAAAAACCTGAGCATGTGT 
401 AGCTCAGATCCTTACCGCCGGTTTCGGTTCATTCTAATGAATATATCACCCGTTACTATCGTATTTTTATGAATAATATT 
481 CTCCGTTCAATTTACTGATTGTACCCTACTACTTATATGTACAATATTAAAATGAAAAaW^TATATTGTGCTGAAT^ 

Sac I Asc I 

561 TTATAGCGACATCTATGATAGAGCGCCACAATAACAAACAATTGCGTTTTATTATTACyUUiTC(3U^TTTTGAGCTC^ 
64 1 CGCCAGCTGGACATCATGTTGQATATGAAACaACTATTATTTATCTACATGTTTTAGATGTTATCTGATTAT^ 
721 GTAGTCTTCTATTGATGAGGAGTOTAAGGCTATAGAATTATATATCTAAATGATTAATATATATATTATTAATAATTAAC 
801 AATAATTAATATATTATAATTTATATATATATATTTTATATTATTATAATAATATTCTTACAAATATAATTATTATATTC 
Q 8 8 1 GACGGTATCGGGGCAATTGTATTCGACraGTATCGCGATAAGCTCGCGGATCCCTGAAAGCGACGTTGGATGTTAACATCT 
£ 961 ACAAATTGCCTTTTCTTATCGACCATGTACGTAAGCGCTTACGTTTTTGGTGGACCCTTGAGGAAACTGGTAGCTGTTGT 
^1 1 0 4 1 GGGCCTGTGGTCTCAAGATGGATCATTAATTTCCyVCCTTCACCTACGMGGGGGGCATCGCACCGGTC^^ 

1 1 2 1 CGGCTAAGAGCGAATTTGGCCTGTAGGATCCCTGAAAGCGACGTTGGATGTTAACATCTACAAATTGCCTTTTCTTATCG 
ri 12 01 ACCM'GTACGTAAGCGCTTACGTTTTTGGTGGACCCTTGAGGAAACTGGTAGCTGTTGTGGGCCTGTGGTCTCAA(^ 
1^281 ATCATTAATTTCCACCTTCACCTACGATGGGGGGCATCGCACCGGTGAGTAATATTGTACGGCTAAGAGCGAATTTGGCC 
g 13 6 1 TGTAGGATCCCTGAAAGCGACGTTGGATGTTAACATCTACAAATTGCCTTTTCTTATCGACCATGTACGTAAGCGCTTAC 
J 144 1 GTTTTTGGTGGACCCTTGAGGAAACTGGTAGCTGTTGTGGGCCTGTGGTCTCAAGATGGATCATTAATTTCCACCTTCAC 
gl521 CTACGATGGGGGGCATCGCACCGGTGAGTAATATTGTACGGCTAAGAGCGAATTTGGCCTGTAGGATCCGCGAGCTGGTC 
1^1601 AATCCCATTGCTTTTGAAGCAGCTCAACATTGATCTCTTTCTCGATCGAGGGAGATTTTTCAAATCAGTGCGCAAGACGT 
1681 GACGTAAGTATCCGAGTCAGTTTTTATTTTTCTACTAATTTGGTCG'ITTATTTCGGCGTGTAGGACATGGCAACCGGGCC 
1761 TGAATTTCGCGGGTATTCTGTTTCTATTCO^CTTTTTCTTGATCCGCAGCCATTAACGACTTTTGAATAGATACGCTGA 
1841 CACGCCAAGCCTCGCTAGTCAAAAGTGTACCAAACAACGCTTTACAGCAAGAACGGAATGCGCGTGACGCTCGCGGTGAC 
1921 GCCATTTCGCCTTTTCAGAAATGGATAAATAGCCTTGCTTCCTATTATATCTTCCCTTAATTAAGGTACCACTTCTCTCA 
2001 ATCCAACTTTCTAAAOW^TGGCTTCTAAACCTTTCTTGTCTCTTCTTTCTTTGTCTTTGCTTTTGTTCACCTCTACTAGT 
2081 TTGGCTGACCTGTACTTCATTTTGGAa^TCAGGAAGTGTGCTGCACCACTGGAATGAAATCTATTACTTTGTGGAA^ 
2161 GTTGGCTCACAAATTCATCAGCCCACAGTTGAGAATGTCCTTTATTGTTTTCTCCACCCGAGGAACAACCTTAATGAAAC 
2241 TGACAGAAGAOVGAGAACAAATCCGTCAAGGCCTAGAAGAACTCCAGAAAGTTCTGCCAGGAGGAGACACTTACA^ 
2321 GAAGGATTTGAAAGGGCCy^GTGAGCAGATTTATTATGAAAACAGACAAGGGTACAGGACAGCCAGCGTCATCATTGCTTT 
2401 GACTGATGGAGAACTCCATGAAGATCTCTTTTTCTATTCAGAGAGGGAGGCTAATAGGTCTCGAGATCTTGGTGCAATTG 
2481 TTTACTGTGTTGGTGTGAAAGATTTCAATGAGACACAGCTGGCCCGGATTGCGGACAGTAAGGATCATGTGTTTCCCGTG 
2561 AATGACGGCTTTCAGGCTCTGCAAGGCATCATCCACTCAATTTTGAGCTCTGCTTCCCCAACCAGCCCTAAGGTCTTCCC 
2641 TCTCAGCCTTGACAGCACCCCTCAAGATGGTAATGTTGTCGTTGCTTGCCTTGTCCAGGGTTTCTTCCCTCAGGAGCCAC 
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2721 tctctgttacctggtctgaatctggacagaatgttaccgccagaaacttcccacctagccaggatgcctccggtgacctc 
2801 tacaccaccagctctcagctcacccttccagccacccagtgcccagatggtaagtccgttacctgccatgtt;^^ 
2881 caccaactccagccaggatgttactgttccatgccgtgttccaccacctccaccatgctgccacccacgtctctctcttc 
2961 accgtcctgcccttgaggacttgctcttgggttctgaagctaacctcacctgcaccctcaccggtctcagagatgcctct 

3 041 ggtgccaccttcacctggaccccaagctctggtaagagcgctgttcaaggaccacctgagcgtgacctctgtggatgcta 
3121 ctctgttagctctgttcttcctggttgtgcccagccttggaaccticggtgagaccttcacctgcactc 

3201 agttgaagaccccacttaccgccaacatcaccaagtccggaaacaccttccgtccc^^ 

3281 tctgaggagcttgccctcaatgagcttgttaccctcacctgccttgctcgtggattcagcccaaaggat^^ 

3361 gtggcttcagggatctcaggagcttccacgtgagaagtacctcacttgggcttcccgtcaggagcc^^ 

3441 ccacctacgctgttaccagcatccttcgtgttgctgctgaggactggaagaagggtgagaccttctcctgcatggttggt 

3521 CACGAGGCCCTTCCACTTGCCTTCACCCAGAAGACCATTGATCGTTTGGCTGGAAAGCaUlCCCACAT(^ 
3601 TGTCATGGCTGAGGCTGATGGAACCTGCTACTAAGATCTGTGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGCTAG 
3681 AGCGGCCGCCACCGCGGTGGCGAATTAACAGAGGTGGATGGACAGACCCGTTCTTACACCGGACTGGGCGCGGGATAGGA 
3761 TATTCAGATTGGGATGGGATTGAGCTTAAAGCCGGCGCTGAGACCATGCTCAAGGTAGGCAATGTCCTCAGCGTCGAGCC 

N 3 8 4 1 CGGCATCTATGTCGAGGGCATTGGTGGAGCGCGCTTCGGGGATACCGTGCTTGTAACTGAGACCGGATATGAGGCCCTCA 

^■3921 CTCCGCTTGATCTTGGCAAAGATATTTGACGCATTTATTAGTATGTGTTAATTTTCM 

J: 4 0 0 1 CGATCTTTATGTAATTCGTTACAATTAATAAATATTCAAATCAGAT^ 

^1 4 0 8 1 GGATATTTTTATTATAATATTGATGATAATTCACTGGCCGTCGTTTTACAAC^ 

1; 4 1 6 1 CCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCT GGCGCGCCA AGCTTCACGCTGCCGCAAGCACTCAGGGCG 
r|| 4 2 4 1 CAAGGGCTGCTAAAGGAAGCGGAACACGTAGAAAGCCAGTCCGCAGAAACGGTGCTGACC^ 

^ 4321 GGCTATCTGGACAAGGGAAAACGCAAGCGCAAAGAGAAAGCAGGTAGCTTGCAGTGGGCTTACATGGCGATAGCTAGACT 
4401 GGGCGGTTTTATGGACAGCAAGCGAACCGGAATTGCCAGCTGGGGCGCCCTCTGGTAAGGTTGGGAAGCCCTGCAAAGTA 
rll 4 4 8 1 AACTGGATGGCTTTCTTGCCGCCAAGGATCTGATGGCGCAGGGGATCT^^ 

4 5 6 1 TATGACCCCCGCCGATGACGCGGGACAAGCCGTTTTACGTTTGGAACTGACAGAACOT^ 

pi 4 64 1 CCGCGGGTTTCTGGAGTTTAATGAGCTAAGCACATACGTCAGAAACCATTATTGCGCGTTCT^A^ 
4721 TATCAGCTAGCAAATATTTCTTGTCAAAAATGCTCCACTGACGTTCCATAAATTCCCCTCGGTATCCT^ 
4801 TATTCACTCTCAATCCAGATCTGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCT^GGTTCTCCGGC^ 
4881 TGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCG 
4961 GGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAGGACGAGGCAGCGCGGCTATCGTG 
5041 GCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCG 
5121 AAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCG^ 
52 01 CTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGA 

52 81 AGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGG 

53 61 CGCGCATGCCCGACGGCGATGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGC 
5441 TTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGC 
5521 TGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCT 
5601 TCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGAGGATCCCCCGATGAGCTAAGCTAGCTATATCATCAATTT 
5681 ATGTATTACACATAATATCGCACTCAGTCTTTCATCTACGGCAATGTACCAGCTGATATAATCAGTTATTGAAATATTTC 
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5761 TGAATTTAAACTTGCATCAATAAATTTATGTTTTTGCTTGGACTATAATACCTGACTTGTTATTTTATCAATA^ 
5841 AAACTATATTTCTTTCAAGATGGGAATTAATTCACTGGCCGTCGTTTTACAACGTCGTGA 

5921 CCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCC 

6001 CAACAGTTGCGCAGCCTGAATGGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCG^ 

6081 GTCAAGCTCTAAATCGuGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTTACGGCACCTCGACCCCAAAAAACTO^ 

6161 GGTGATGGTTCACGTAGTGGGCCT^TCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAG 

6241 TGGACTCTTGTTCCAAACTGGAACAACACTCAACCCTATCTCGGGCTATTCTTTTGATTTAT^ 

6321 CGGAACCACCATCAAACAGGATTTTCGCCTGCTGGGGCT^CCAGCGTGGACCGCTTGCTGCA^ 

64 01 CGGTGAAGGGCAATCAGCTGTTGCCCGTCTCACTGGTGAAAAGAAAAACCACCCCAGTACATTAAAAATO^ 

6481 GTTATTAAGTTGTCTAAGCGTCAATTTGTTTACACCACAATATATCCTGCCACCAGCCAG^ 

6561 AGCTCGGCACAAAATCACCACTCGATACAGGCAGCCCATCAG 
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Figure 3. pGPTV-hDt-ocs-35SJ/SC 

1 CTGATGGGCTGCCTGTATCGAGTGGTGATTTTGTGCCGAGCTGCCGGTCGGGGAGCTGTTGGCTGGCTGGTGGCAGGATA 
81 TATTGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTAATGTACTGGGGTGGTTTTTC 
161 TTTTCACCAGTGAGACGGGCAACAGCTGATTGCCCTTCACCGCCTGGCCCTGAGAGAGTTGCAGCAAGCGGTCCACGCTG 
241 GTTTGCCCCAGOVGGCGAAAATCCTGTTTGATGGTGGTTCCGAAATCGGCAAAATCCCTT^^ 
321 GAGATAGGGTTGAGTGTTGTTCCAGTTTGGAAC^GAGTCCACTATTAAAGAACGTGGACTCC^ 
401 AACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCAAATCAAGTTTTTTGGGGT^^ 

1 481 TAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGA^^ 
561 AAAGCGAAAGGAGCGGGCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTA^ 
641 AGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTC^ 
721 ACGGCCAGTGAATTAATTCCCATCTTGAAAGAAATATAGTTTAAATATTTATTGATAAAATAAC^GTCAG^^ 
801 TCCAAGCAAAAACATAAATTTATTGATGCaAGTTTAAATTCAGAAATATTTCT^AT^ 

881 GCCGTAGATGAAAGACTGAGTGCGATATTATGTGTAATACATAAATTGATGATATAGCTAGCTTAGCTCATC^ 
961 CCGGTCGGCMCIACTCTATTCCTTTGCCCTCGGACGAGTGCTGGGGCGTCGGTTTCCACl^ 
g 1 0 4 1 CAGCCATCGGTCCAGACGGCCGCGCTTCTGCGGGCGATTTGTGTACGCCCGACAGTCCCGGCTCCGGATCGGACGAT^ 
.|; 1 1 2 1 GTCGCATCGACCCTGCGCCCAAGCTGCATCATCGAAATTGCCGTCAACCTUWSCTCTGAT^^ 

. ;| 12 0 1 GGAGCATATACGCCCGGAGCCGCGGCGATCCTGCAAGCTCCGGATGCCTCCGCTCGAAGTAGCGCGTCTGCTGCTCC^ 
|; 12 8 1 CAAGCCAACCACGGCCTCCAGAAGAAGATGTTGGCGACCTCGTATTGGGAATCCCCGAACATCGCCTCGCTCCAGTCAM 
i fc: 13 6 1 GACCGCTGTTATGCGGCCATTGTCCGTCAGGACATTGTTGGAGCCGAAATCCGCGTGCACGAGGTGCCGGACTTCGGGGC 

1441 AGTCCTCGGCCCAAAGCATCAGCTCATCGAGAGCCTGCGCGACGGACGCACTGACGGTGTCGTCCATCACAGTT 
g 1 5 2 1 TGATACACATGGGGATCAGCAATCGCGCATATGAAATCACGCCATGTAGTGTATTGACCG^ 
Jill601 GCCGAACCCGCTCGTCTGGCTAAGATCGGCCGCAGCGATCGCATCCATGGCCTCCGCGACCGGCTGCAGAACM 
|jl681 GTTCGGTTTCAGGCAGGTCTTGCAACGTGACACCCTGTGCACGGCGGGA^ 

1^,1761 ccaatgtcaagcacttccggaatcgggagcgcggccgatgcaaagtgccgataaacataacgatctttgtag;^ 
1841 ggcgcagctatttacccgcaggacatatccacgccctcctacatcgaagctgaaagcacgagattcttc^ 
1921 gctgcatcaggtcggagacgctgtcgaacttttcgatcagaaacttctcgacagacgtcgcggtgagtt^ 
2001 atatcttattgcccccctagagtcgagatctggattgagagtgaatatgagactctaattggataccgaggggaat^^ 
2081 ggaacgtcagtggagcatttttgacaagaaatatttgctagctgatagtgaccttaggcgacttttgaacgcgcaat^^ 
2161 ggtttctgacgtatgtgcttagctcattaaactccagaaacccgcggctgagtggctccttcaacgttgcgg 
2241 gttccaaacgtaaaacggcttgtcccgcgtcatcggcgggggtcataacgtgactcccttaattctccgctc^ 
2321 gatcccctgcgccatcagatccttggcggct^gaaagccatccagtttactttgcagggcttcccaaccttac^^ 
2401 cgccccagctggcaattccggttcgcttgctgtccataaaaccgcccagtctagctatcgccatgtaagcccactgcaag 
24 81 ctacctgctttctctttgcgcttgcgttttcccttgtccagatagccagtagctgacattcatccggggtcagcacot^ 
2561 tctgcggactggctttctacgtgttccgcttcctttagcagcccttgcgccctgagtgcttgcggcagcgtgaagcttgg 

2 641 cgcgcc agctggacatcatgttggatatgaaacaactattatttatctacatgttttagatgttatctgattatttttat 
2721 acgtagtcttctattgatgaggagtctaaggctatagaattatatatctaaatgattaatatatatattattaataatta 

2801 ACAATAATTAATATATTATAATTTATATATATATATTTTATATTATTATAATAATATTCTTACAAATATAATTATTAT^^ 
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2881 TCGACGGTATCGGGGCAATTGATTCCCGATCCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCACCTA 
2961 CAAATGCCATCATTGCGATAAAGGAAAGGCTATCATTCAAGATGCCTCTGCCGACAGTGGTCCC^^ 
3041 CCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCT^CCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTC 
3121 GTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAGGAC 
3201 ACGCTGAAATCACC7VGTCTCTCTCTACAAGGTACCATGGTGCTCTTCGTGCTCACCTGCCTGCTGGCGGTCTTCCCAGCC 
3281 ATCTCCACGAAGAGTCCCATATTTGGTCCCGAGGAGGTGAATAGTGTGGAAGGTAACTCAGTGTCCATC^^ 
3361 CCCACCCACCTCTGTCAACCGGCACACCCGGAAGTACTGGTGCCGGCAGGGAGCTAGAGGTGGCTGCATAACCCTC^^ 
3441 CCTCGGAGGGCTACGTCTCCAGCAAATATGCAGGCAGGGCTAACCTCACCAACTTCCCGGAGAACGGCACATTTGTGGTG 
3521 AACATTGCCCAGCTGAGCCAGGATGACTCCGGGCGCTACAAGTGTGGCCTGGGCT^TCAATAGCCGAGGCCTC^ 
3601 TGTCAGCCTGGAGGTCAGCCAGGGTCCTGGGCTCCTAAATGACACTAAAGTCTACACAGTGGACCTGGGCAGAACGGTGA 
3681 CCATCAACTGCCCTTTCAAGACTGAGAATGCTCAAAAGAGGAAGTCCTTGTACAAGCAGATAGGCCTGTA^ 
3761 GTCATCGACTCCAGTGGTTATGTGAATCCCAACTATACAGGAAGAATACGCCTTGATATTCAGGGTACTGGCCAGTTACT 
3841 GTTCAGCGTTGTCATCAACCAACTCAGGCTCAGCGATGCTGGGCAGTATCTCTGCCAGGCTGGGGATGATTCCAATAGTA 
3921 ATAAGAAGAATGCTGACCTCCAAGTGCTAAAGCCCGAGCCCGAGCTGGTTTATGAAGACCTGAGGGGCTCAGTGACCTTC 
4001 CACTGTGCCCTGGGCCCTGAGGTGGCAAACGTGGCCAAATTTCTGTGCCGACAGAGCAGTGGGGAAAACTGTGACGTGGT 
4 0 8 1 CGTCAACACCCTGGGGAAGAGGGCCCCAGCCTTTGAGGGCAGGATCCTGCTCAACCCCCAGGAC^^ 
^4161 GTGTGGTGATCACAGGCCTGAGGAAGGAGGATGCAGGGCGCTACCTGTGTGGAGCCCATTCGGATGGTCM 
•^i 4241 GGCTCGCCTATCCAGGCCTGGCAACTCTTCGTCAATGAGGAGTCCACGATTCCCCGCAGCCCCACTGTGGTGAAGGGGGT 
4321 GGCAGGAAGCTCTGTGGCCGTGCTCTGCCCCTACAACCGTAAGGAAAGCAAAAGCATCAAGTACTGGTGTCTCTGGGAAG 
r|| 4 4 0 1 GGGCCCAGAATGGCCGCTGCCCCCTGCTGGTGGACAGCGAGGGGTGGGTTAAGGCCCAGTACGAGGGCCGCCTCTCC^ 
J 4481 CTGGAGGAGCCAGGCAACGGCACCTTCACTGTCATCCTCAACCAGCTCACCAGCCGGGACGCCGGCTTCTACTGGTGTCT 
4561 GACCAACGGCGATACTCTCTGGAGGACCACCGTGGAGATCAAGATTATCGAAGGAGAACCAAACCTCAAGGTTCCCGGGA 
H 4 64 1 ATGTCACGGCTGTGCTGGGAGAGACTCTCAAGGTCCCCTGT<::7W:TTTCC7Vro 

g 4721 TGCAAGTGGAATAACACGGGCTGCCAGGCCCTGCCCAGCCAAGACGAAGGCCCCAGCAAGGCCTTCGTGAACTGTGACGA 
4801 GAACAGCCGGCTTGTCTCCCTGACCCTGAACCTGGTGACCAGGGCTGATGAGGGCTGGTACTGGTGTGGAGTGAAGCAGG 
4881 GCCACTTCTATGGAGAGACTGCAGCCGTCTATGTGGCAGTTGAAGAGAGGAAGGCAGCGGGGTCCCGCGATGTCAGCCTA 
4961 GCGAAGGCAGACGCTGCTCCTGATGAGAAGGTGCTAGACTCTGGTTTTCGGGAGATTGAGAACAAAGCCATTCAGGATCC 
5041 CAGGCTTTTTGCAGAGTGAATTCGTTCGTATCATCGGTTTCGACAACGTTCGTCAAGTTCAATGCATCAGTTTCATTGCG 
5121 CACACACCAGAATCCTACTGAGTTCGAGTATTATGGCATTGGGAAAACTGTTTTTCTTGTACCATTTGTTGTGCTTGTAA 
5201 TTTACTGTGTTTTTTATTCGGTTTTCGCTATCGAACTGTGAAATGGAAATGGATGGAGAAGAGTTAATGAATGATATGGT 
5281 CCTTTTGTTCATTCTCAAATTAATATTATTTGTTTTTTCTCTTATTTGTTGTGTGTTGAATTTGAAATTATAAGAGATAT 
53 61 GCAAACATTTTGTTTTGAGTAAAAATGTGTCAAATCGTGGCCTCTAATGACCGAAGTTAATATGAGGAGTAAAACACTTG 
5441 TAGTTGTCGACGGTATCGATATTAATTCCCGATCCTATCTGTCACTTCATCAAAAGGACAGTAGAAAAGGAAGGTGGCAC 
5521 CTACAAATGCCATCATTGCGATAAAGGAAAGGCTATCATTCAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCC 
5601 CACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACT 
5681 GACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAG 
5761 GACACGCTGAAATCACCAGTCTCTCTCTAGAGTACCATGGAGAACCATTTGCTTTTCTGGGGAGTCCTGGCGGTTTTTAT 
5841 TAAGGCTGTTCATGTGAAAGCCCAAGAAGATGAAAGGATTGTTCTTGTTGACAACAAATGTAAGTGTGCCCGGATTACTT 
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5921 CCAGGATCATCCGTTCTTCCGAAGATCCTAATGAGGACATTGTGGAGAGAAACATCCGAATTATTGTTCCTCTGAACAAC 
6001 AGGGAGAATATCTCTGATCCCACCTCACCT^TTGAGAACCAGATTTGTGTACCATTTGTCTGACCTCTGTAAAA^ 
6081 TCCTACAGAAGTGGAGCTGGATAATCAGATAGTTACTGCTACCCAGAGCT^TATCTGTGATGAAGACAGTGCTACAGAG^ 
6161 CCTGCTACACTTATGACAGAAACAAGTGCTACACAGCTGTGGTCCCACTCGTATATGGTGGTGAGACCAA^ 
6241 ACAGCCTTAACCCCAGATGCCTGCTATCCTGACTGAATCCGCGGCGATGAGCTAAGCTAGCTATATCATCAATTTATGTA 
6321 TTACACATAATATCGCACTCAGTCTTTCATCTACGGCT^TGTACCAGCTGATATAATCAGTTATTGAAATATCT^ 
6401 TTAAACTTGOlTCy^TAAATTTATGTTTTTGCTTGGACTATAATACCTGACTTGTTATTTTATCMLTA^ 
6481 ATATTTCTTTCAAGAGCTCAAAATTGGATTTGTAATAATAAAACGCAATTGTTTGTTATTGTTC 
6561 TCGCTATAAACCTATTCAGCy^CAATATATTGTTTTCATTTTAATATTGTACATATAAGT^^ 

6641 TGAACGGAGAATATTATTCATAAAAATACGATAGTAACGGGTGATATATTCATTAGAATGAACCGAAACCGGCGGTAAGG 
6721 ATCTGAGCTACACATGCTCAGGTTTTTTACAACGTGCACAACAGAATTGAAAGCAAATATCATG^^ 
6801 GCATATCTCATTAAAGCAGTGAATTCAGATCGGCTGAGTGGCTCCTTCAACGTTGCGGTTCTGTCAGTTCCAAACG^ 
6881 ACGGCTTGTCCCGCGTCATCGGCGGGGTCATAACGTGACTCCCTTAATTCTCCGCTCATGATCAGATTGTCGTTTCCCGC 
6961 CTTCAGTTTAAACTATCAGTGTTTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTATTAGAATAATCG 
'^^^^ GATATTTAAAAGGGCGTGAAAAGGTTTATCCGTTCGTCCATTTGTATGTGCATGCCAACCACAGGTTCCCCAGAT 
Q7121 GCCGGCCAG 
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